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Cytochrome b, is a major transmembrane protein of catecholamine and neuropeptide
secretory vesicles in the central and peripheral nervous systems of higher animals. We
succeeded in cloning a full-length cDNA encoding planarian cytochrome b,,,. The de-
duced amino acid sequence shows a very similar six transmembrane topology to those
of cytochromes b, of higher vertebrates and contains both putative ascorbate- and
monodehydro ascorbate-binding sites. Among the six totally-conserved His residues of
cytochrome b, in higher vertebrates, one is substituted with an Asn residue, indicating
that His88 and His161 of bovine cytochrome by, play roles as heme b ligands at the
extravesicular side. Northern- and Western-blot analyses confirmed the expression of
the mRNA and protein with the expected sizes in planarians. The distributions of the
mRNA and apoprotein were analyzed by in situ hybridization and immunohistochemi-
cal staining, respectively, showing two morphologically distinct structures, a pair of
ventral nerve cords and the cephalic ganglion cluster in the head region. The present
results suggest that the usage of ascorbate to supply electron equivalents to neuroendo-
crine-specific copper-containing monooxygenases is likely to have originated in organ-

isms with a very simple nervous system.

Key words: amidated neuropeptide, ascorbic acid, cytochrome b, planarian, trans-

membrane electron transfer.

Most secreted neuropeptides are synthesized as larger pre-
cursor proteins and subsequently modified into biologically
active peptides by a variety of post-translational processing
steps. These post-translational events consist of specific
proteolytic cleavages of the precursor proteins as well as
other enzymatic events and are highly organized within
specific intracellular neurosecretory vesicles. Many of the
most prevalent neuropeptides in higher animals (eg. sub-
stance P, cholecystokinin, vasopressin, oxytocin, a-MSH, y-
MSH, neuropeptide Y) are a-amidated (1), and are inactive
(or weakly active) without the a-amide moiety. Another
type of neurotransmitter, noradrenaline and adrenaline, is
also synthesized and stored in specific secretory vesicles in
higher animals (2).
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Each of the two types of vesicles contains a copper-con-
taining monooxygenase enzyme, peptidylglycine a-amidat-
ing monooxygenase (PAM; EC 1.14.17.3), and dopamine B-
monooxygenase (DBM; EC 1.14.17.1) for the biosynthesis of
these neurotransmitters. PAM catalyzes the COOH-termi-
nal amidation of neuropeptides. The peptide a-amidation is
actually a two-step reaction that requires the sequential
action of two independent enzyme activities residing in
PAM in higher animals (3). The first enzyme, peptidylgly-
cine a-hydroxylating monooxygenase (PHM), hydroxylates
glycine-extended peptides using molecular dioxygen and
electron equivalents (4). The second enzyme, peptidyl-a-
hydroxylglycine a-amidating lyase (PAL), catalyzes the con-
version of peptidyl-a-hydroxyglycine intermediates into a-
amidated peptides (5, 6). In insects and cnidarians, how-
ever, PHM and PAL seem to be coded for by different genes
(7, 8). On the other hand, DBM catalyzes the hydroxylation
of dopamine to form noradrenaline, like PHM, employing
molecular dioxygen and electron equivalents (9).

The physiological electron donor for these two hydrox-
ylating reactions are believed to be ascorbic acid (AsA-),
which accumulates inside the secretory vesicles (9). Since
there is no transmembrane transport of AsA- in the vesi-
cles (10), it has been postulated that a common transmem-
brane electron carrier, cytochrome b, conveys reducing
equivalents from the extravesicular AsA- to the intravesic-
ular monodehydroascorbic acid (MDA) radical (10-16).
Cytochrome by, first observed in chromaffin vesicles of
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bovine adrenal medullae (17, 18) and later found to distrib-
ute in many neuroendocrine tissues (19-23), is structurally
and functionally very different from other cytochromes
(Fig. 1) (24). 1t spans the vesicle membranes (25), and has a
favorable midpoint potential for interaction with AsA- and
the MDA radical (26, 27). Indeed, the purified cytochrome
by, reconstituted in artificial vesicle membranes catalyzes
transmembrane electron transfer (28, 29).

Recently a new member of the cytochrome b, family
was identified in plasma membranes of duodenal entero-
cytes (30). Deytb (for duodenal cytochrome b)) was re-
ported to be responsible for the physiological ferric reduc-
tase activity in the duodenal mucosa and an important ele-
ment in the iron absorption pathway (30). Cytochrome b,
and Dcytb share a similar membrane topology, potential
histidyl heme ligands, and putative binding sites for AsA-
and the MDA radical (24), suggesting that Dcytb may react
with one or more of these compounds (30). Other members
of the cytochrome by, family are also known to be present
in various plasma membranes such as rabbit neutrophils
(31) and plant cells (32, 33). Those new members may play
a role in membrane-spanning electron transfer, but their
exact physiological roles may differ and should be eluci-
dated.

Planarians, nonparasitic free-living flatworms of the
class Turbellaria, are phylogenetically very distant from
vertebrates but already have acquired a central nervous
system, mesodermal tissues, and bilateral structure during
evolution (34). Planarians use both neuropeptides (35, 36)
and catecholamines (37) as neurotransmitters. Planarian
neuropeptides (substance P-, FMRFamide-related peptides)
are extensively a-amidated (35, 36, 38, 39), as observed for
other invertebrates. Therefore, it is very interesting to clar-
ify whether cytochrome b, exists or not in planarians. If it
does, how much does the protein differ from those of higher
animals? Does it catalyze the electron transfer reaction
across the neurvendocrine vesicular membranes? Such in-
formation will be very important for analyses of both evolu-
tion and the mechanism of the electron transfer reaction in
the neuroendocrine vesicles. In the present study, we have
conducted the molecular cloning of a planarian cytochrome
bgs; cCDNA. We analyzed further the expressions of both the
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cytochrome by, mRNA and protein.

MATERIALS AND METHODS

Organisms—All planarians in this study were derived
from a single worm of Dugesia japonica collected in the
Irima River in Gifu, Japan, and maintained as described
(clonal strain: GI) (40).

Partial Sequencing of Planarian Cytochrome by, cDNA—
A cDNA library of the planarian was made in A ZAP II
(Stratagene, La Jolla, CA) and stocked as 72 groups of 5 x
10* independent phage clones, as previously described (34).
For the first PCR, two degenerate primers, “S1” (5’-TTY-
AAYKHICAYCCIMYITKYATG-3) [coding for the con-
served amino acid sequence FN(V/A/Y)HP(L/T)(C/F)M;
positions 73-80 of bovine cytochrome by, in Fig. 4 (24)] and
“A4” (5-RTGRTRITSRAAIACNGC-3’) [coding for the con-
served amino acid sequence AVF(D/E/QXY/H)H; positions
126-131 of bovine cytochrome by, in Fig. 4] were used. For
the second, nested PCR, two degenerate primers, “NS1” (5-
AAAAATTYAAYKHICAYCCIMYITKYATG-3'), and “NA2”
(5"-AAAGGATCCTCNYKNCKRAANACNCGRTANAC-3")
were used. The former has an adapter sequence carrying a
HindIIl site at the 5" end of “S1” primer. The latter also has
an adapter sequence carrying a BamHI site at the 5 end of
a degenerate primer [coding for another conserved amino
acid sequence VYRVFR(N/H/R)E; positions 93-100 of
bovine cytochrome b, in Fig. 4]. The reaction mixture con-
gisted of 1 pl each of 10x Taq buffer, 2.5 mM dNTPs, 10 uM
forward primer, 10 pM reverse primer, cDNA library mix-
ture, and 5 pl of autoclaved H,0, and 0.05 pl of Tag DNA
polymerase (Life Technologies) in a final volume of 10 pl.
Thermal cycling was performed for 40 cycles of the follow-
ing step program: 94°C for 1 min, 40°C for 1 min (primer
annealing), 72°C for 1 min (primer extension). Final primer
extension was at 72°C for 5 min.

The PCR products were separated in an 8.0% polyacryl-
amide gel, isolated, and subcloned into the BamHI and
HindIl sites of pBluescript II SK+ (Stratagene). The nucle-
otide sequences were analyzed with a DNA sequencer
(Model DSQ-1000L, Shimadzu, Kyoto). Based on the nucle-
otide sequence obtained, two specific primers “Kt” (5"-CCT-
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Fig. 1. Transmembrane structural model of
bovine cytochrome b,,,. Two fully conserved
sequences (®ALLVYRVFR” and *SLHSW'#)
and six conserved histidyl residues (His54,
His88, His92, His110, His122, and His161) are
indicated. His54 and His122 are likely the heme
axial ligands at the intravesicular side. His161
and either His92 or His88 are considered to be
the heme axial ligands at the extravesicular side.
We postulated previously that the two conserved
sequences are part of the extravesicular AsA-
and intravesicular MDA-binding sites, respec-
tively (24). Other wellconserved basic amino
acid residues are indicated by +.
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TACTAAAAATAAATACCTTTA-3") and “asada2” (5"-AACA-
CGCGATAAACCATAATAGC-3") were synthesized. Nested
PCR was performed similarly on the mixture of a planarian
c¢DNA library using “asada2” and M13 reverse primer
(PO8; 5-AGCGGATAACAATTTCACACAGGAAAC-3) for
the first PCR and “Kt” and T3 primer (20-mer) for the sec-
ond PCR. The PCR products were separated in an 8.0%
polyacrylamide gel, isolated, subcloned into pT7Blue T vec-
tor Novagen) with TA cloning, and sequenced.

Stepwise Dilution Screening of the Planarian ¢DNA
Library—A new specific primer “asada3” (5-TAGTTCAAA-
ATCTTAATGGATTTTTACC-3") was synthesized based on
the nucleotide sequence obtained. Stepwise dilution screen-
ing of the planarian cDNA library was performed with PCR
using primers “asada3” and “Kt,” based on the procedure
previously described (41). After single plaques carrying the
phage-containing cytochrome by, gene were obtained, the
single phages were in vivo—excised and sequenced as de-
scribed above.

5-RACE—The sequence of this clone (cyb561) encoding
about 95% of the whole cytochrome b, gene was used to
design primers for 5-rapid amplification of cDNA ends (5'-
RACE). By utilizing a Marathon™ ¢cDNA Amplification Kit
(CLONTECH), the nucleotide sequence of a whole cyto-
chrome b, cDNA gene was determined and analyzed as
described above.

Phylogenetic Analysis—The deduced amino acid se-
quences of cytochrome b, from various animals and plants
(including Dcytbs from human and mouse) were multiply
aligned using the program Clustal W 1.8 (operated on the
DDBJ CLUSTALW system, DNA Data Bank of Japan,
Mishima), and the phylogenetic distance between the pro-
tein sequences was determined using the Kimura protein
distance method. A phylogenetic tree was created from the
distance matrix with the program TreeView PPC (v. 1.6.6)
using either the neighborjoining method or alignment
guide tree method.

Northern Blotting—Total RNA was prepared by the CsCl
cushion method from asexual planarians. The RNA was
glyoxylated, separated in a 1% agarose gel and transferred
to a membrane (Hybond-N, Amersham Pharmacia Bio-
tech). The membrane was baked at 80°C for 1 h, prehybrid-
ized for 1 h under hybridization conditions in the absence
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Fig. 2. Schematic representation of the cDNA coding for pla-
narian cytochrome b,, and positions of the degenerate and
specific primers used in the present study. The broad bar and
the two flanking small bars represent the coding region and the non-
coding regions of the cDNA, whereas the two flanking lines outside
indicate the A ZAP II vector. The two gray boxes represent the con-
served sequences (ALLVYRVFR and SLHSW). The degenerate and
specific primers are indicated by vertical lines above the figure. The
obtained PCR and cDNA clones are indicated below the figure.
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of probe, and hybridized with 3?P-labeled DNA probe at
65°C for 18 h in 6x SSC, 5x Denhardt’s solution, 100 pg/ml
salmon testis DNA, 0.5% SDS. The probe was labeled using
a BecaBest random DNA labeling kit (Takara Shuzo, Kyoto).
The membrane was washed twice for 1 h in 2x SSC, 0.1%
SDS, at 65°C, and for 1 h in 0.1x SSC, 0.1% SDS at 65°C,

10 20 30 40 50 60
TTAAAARCTTAATATATATTTACATTTTATCTTTACTTATGCATTCCTATGAAGCTGTTGA
M H $ Y E A V D

70 80 90 100 110 120
TGGAATAAGCAGACTTTCTGTAGTTCAAAATCTTAATGGATTTTTACCATTGATATTTAT
G I 8 R L SV V Q NLNGUV FTULUPTLTITFTI

130 140 150 160 170 180
ATGTGAAGTTTGCGGGCTGGCGATTGTTATAATGACAGCTGTATGGATGGGTGTTCTTCA
C EV CGLAI VI MTA AVWMGUV L Q

190 200 210 220 230 240
AGATGGGGGATTTGGGTGGACTAAGGAATTGGTTTTTCGCTATCATCCAATGTTCATGAT
D GG F G W TKETULVFRYHUPMTFMI

250 260 270 280 290 300
ATTAGGAATGATTTTTATTTATGGAAATGCTATTATGGTGTACCGAGTATTTAGAAACAC
L G M 1T F I ¥ G N A I M V Y RV F RNT

310 320 330 340 350 360
AAAGAAAATCCGAGCGAAATGGTTGCATGCAGTTCTCAATTTATTAGCTTTAATATTAGG
K K I R A K WIL HAV L NTLILATULTITLG

370 380 390 400 410 420
ATCTGTGGGACTAAAAGCAGTTTTTGATTCTCATAATATGAAAGGAACAGCTAATATGTA
S vV 6L K AV F D S HNMEKGTADNMWWY

430 440 450 460 470 480
CAGCTTGCATAGTTGGGTTGGACTTGGATGTGTTATTTTATTCGGTTGT CAGTGGGTACT
S L H S WV GL G CV I L F G CQ W V L

490 500 510 520 530 540
TGGATTTATTTCATTTCTTTTTCCGAAACTACCCGARACACTGAGATCAGCTATAATGCC
G F I 8§ F L F P KL P ETTULI RS A I M P

550 560 570 580 590 600
ATTGCATAGAAGTCTAGGTATGATTATTTTGGGTTTGGCCGTAGCTGCTGCTGTTATGGG
L HR 8L G M I I L GLAV A AWM AUVMG

610 620 630 640 650 660
AATTACAGAGTACAATAATAATGATAAATCCAAATCACCATCAACTATGCTCGGAAATTT
I T E Y NN ND K S K S P S TMHMIL G N F

670 680 690 700 710 720
TATCGGAATAATTTCATTAATATTTGTAAGTATAGTACTATTTITIGGTTATATGGT CCGA
I1 ¢ 1 I s5L I F V STI VL F L VIWS E

730 740 750 760 770 780
GTACCGAAGAATTGAACCCGGAACAGAAGAAGAAAGAATTATCCTTAATGATTAATGARA
YRR IEPGTTETETETRTIILNTD *

790 800 810 820 830 840
CCATTTTGTGGAATTTTTATATGCTTCTAGATTGTCAAATGTAAATTGTCCTGTATTGTG
850 860 870 880 890 900
ATTGAGCCCCATGACTTTTTTTATTATTTATTATCATTATTACTATTATTATTATTATTA
810 920 - 830 940 B 3850 960
TTATTATTATTTAATATTATCATTATTATI TATGTGATTTCCTCGACTTTAAACTGTTTG
970 980 990 1000 1010 1020
GTATTTAATGGAATTTTTATTATATGAGTCTTATGTTATTGTGGTTGTCTTGTCATATCG
1030 1040 1050 1060

TTGTAATAAATTTAATTTTGAAAAARAAAAAAAAAAAAAA

Fig. 3. Nucleotide and deduced amino acid sequences of pla-
narian cytochrome b, cDNA. The figure consists of the compiled
data obtained from sequencing the cDNA done “cyb561” and the se-
quence obtained by §-RACE. The nucleotides are numbered from
the 5" to the 3’ end, and the amino acid residues are numbered start-
ing with the first ATG in the open reading frame. The translation
termination codon is indicated by an asterisk. The sequence ob-
tained by the first degenerate PCR is single underlined, whereas the
region used for the production of the polydonal antibodies 1s double
underlined.
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and analyzed using a BAS 2000 image analyzer (Fuji Film).

Whole-Mount In Situ Hybridization—Planarians of 5-7
mm were starved for 7-10 days before use. Whole-mount in
situ hybridization was performed as described previously
(42) using a digoxigenin-labeled RNA probe derived from
the longest cDNA clone, “cyb561.”

Antibody Production—A C-terminal peptide (LFLVIW-
SEYRRIEPGTEEERIILND) of planarian cytochrome b,
which is considered to be exposed to the extravesicular side
of chromaffin vesicles, was overexpressed in Escherichia
coli as a fusion protein with 6xHis-tagged dihydrofolate
reductase protein employing a QlAexpress expression sys-
tem (QIAexpress Type II Kit, QIAGEN), and purified ac-
cording to the recommended protocol. The purified fusion
protein was emulsified in Freund’s complete (initial) or
incomplete (booster) adjuvant, and injected subcutaneously
into a female Japanese White rabbit. After several booster
injections, blood was collected. The experimental protocols

A. Asada et al.

were approved by the institutional review committee and
meet the guidelines of the governmental agency. Polyclonal
antibodies against planarian cytochrome by, were pre-
pared according to the published procedure.

Western Blotting—A single planarian worm was homoge-
nized in 100 pl of 62.5 mM Tris-HCI (pH 6.8) containing 2%
SDS, 10% glycerol, and 5% B-mercaptoethanol. Insoluble
materials were removed by centrifugation at 15,000 rpm
for 5 min. Fifty microliters of the supernatant was sepa-
rated by electrophoresis in an SDS/12.5% polyacrylamide
gel (size: 9 x 8 ecm) under reducing condition (43). Sepa-
rated proteins were then transblotted onto a PVDF mem-
brane, and the membrane was separated into 10 sheets
with a clean razor. Each membrane sheet was treated with
10% goat serum to block the non-specific binding site. Then
the blot was reacted first with rabbit anti-(planarian cyto-
chrome bg,) serum (with a dilution of 1/20,000) and de-
tected with an alkaline phosphatase-conjugated secondary

1 49
b56ibovine = -------- MEGPASPARAPGALPYYVAFSQLLGLIVVAMTGAWLG-MYRGGIAWES - - AL
b561sheep = -------- MEGPASPAPAPGALPYYVAFSQLLGLTVVAMTGAWLG-MYRGGIAWES - -AL
b561pig 0 oee------ MESPAGRTPAPGALPYYVAFPSQLLGLTVVAVTGAWLG-AYRGGIAWES - -AL
b561lhuman = --------- MEGGAAAATPTALPYYVAFSQLLGLTLVAMTGAWLG-LYRGGIAWES - - DL
bs56lmouse = c------co-- MEHSSASVLLHCRTMWPS PSCLGLTVVAVTGAWLG-LYRGGIAWES - -SL
b561Xenopus = --------- MENALSSQONLGFMPYLVAGSQILGIANLAITGAWLA-QLQRRFLWSG- - PL
b56lelegans -MSLLFDPGFVILREDQSVKLFNIILVMSQVFGGLAVLLVTIWMS - KFESGFAWNEDPDK
b561lplanaria MHSYEAVDGISRLSVVONLNGFLPLIFICEVCGLAIVIMTAVAMGVLQDGGFGWTK- - EL

* * E 4

50 109
b561bovine QFNVHPLCMI IGLVFLQGDALLVYRVFRNEAKRTTKVLHGLLHVFAFVIALVGLVAVFEH
b561sheep QFNVHPLCMVIGLVFLQGDALLVYRVFRNEAKRTTKVLHGLLHVFAFVIALVGLVAVFEH
b561pig QFNVHPLCMI IGLVFLQGDALLVYRVFRNEAKRTTKI LHGLLHVLAFVIALVGLVAVFDY
b561human QFNAHPLCMVIGLIFLQGNALLVYRVFRNEAKRTTKVLHGLLHIFALVIALVGLVAVFDY
b561mouse QFNVHPLCMV IGMIFLQGDALLVYRVFRREAKRTTKI LHGLLHVFAF I IALVGLVAVFDY
b561Xenopus QFNVHPLCMVLGMVFLCGEALLVYRVFRHETKRSTKI LHGVLHIMALVISLVGVIAVFQY
b56lelegans EFNYHPTFMIMGMVFLFGEALLVYRVFRNERKKFSKTLHVILHSCVLVFMLMALKAVFDY
bS6lplanaria VFRYHPMFMILGMIF IYGNAIMVYRVFRNTKK I RAKWLHAVLNLLALILGSVGLKAVFDS

* L] a* * * * LR 2 &%) * * * % * * &

110 161
b561bovine HRKKG-------~ YADLYSLHSWCGILVFALFFAQWLVGFSFFLFPGASFSLRSRYRPQH
b561sheep HRKKG-------- YADLYSLHSWCGILVFALFFAQWLVGFSFFLFPGASFSLRSRYRPQH
bS61pig HRKKG-------- IADLYSLHSWCGILVFVLFLAQWLVGLGFFLFPGASFSLRSRYRPQH
b561human HRKKG-------~ YADLYSLHSWCGILVFVLYFVQWLVGFSFFLFPGASFSLRSRYRPQH
b561mouse HKKKG--==---- YADLYSLHSWCGILVFVLYFVQWLVGFSFFLFPGASFSLRSRYRPQH
b561Xenopus HQANG-------- YPDMYSLHSWCGIVTFTLY ILQWI IGPSLPFIPGVAFTYRSQFKPLH
bS6lelegans HNLHKDPSGNPAPIVNLVSLHSWIGLSVVILYFAQYIVGFITYFFPGMPIPIRQLVMPFH
b561lplanaria HNMKG---- === TANMYSLHSWVGLGCVILFGCQWVLGFISFLFPKLPETLRSAIMPLH

3 ook d ok ok * * * * * * * *

162 219
bS61bovine VFFGAAIFLLSVATALLGLKEALLFEL- -GTKYSMFEPEGVLANVLGLLLATFATVILYI
b561sheep VFFGAAIFLLSVATALLGLKEALLFEL- -GTKYSTFEPEGVLANVLGLLLAAFATVVLYI
b561pig VFFGAAIFLLSVGTALLGLKEALLFQL- - GTKYSAFESEGVLANVLGLLLVAFGAVVLYT
b561human IFFGATIFLLPVGTALLGLKEALLFNL - - GGKYSAFEPEGVLANVLGLLLACFGGAVLY I
b561mouse IFFGATIFLFSAGHSLLGLKEALLFKL - -GSKYSTFEPEGVVANVLGLLLVCFGVVVLY I
b561Xenopus EFFGRALFLSSIATSLLGLTEKMFS- - - - - - EYSSHPAEGILVNSLGVLLVVFGAVIAYI
bs6lelegans QMFGVLIFIFVSITVAMGISERAAWKHTCWTKEGQMCAQQATSSFVGVFTFLYTVCVLLL
bs6iplanaria RSLGMIILGLAVAAAVMGITEYNNN- - - - —- - DKSKSPSTMLGNFIGIISLIFVSIVLFL

* * * *

220 252
b561bovine LTRADWKRPLQAEEQALSMDFKTLTEGDSPSSQ
b561isheep LTRADWKRPLQAEEQALSMDFKTLTEGDSPSSQ
b561pig LTRADWKRPLQAEEQALSMDFKTLTEGDSPSSQ
b561ihuman LTRADWKRPSQAEEQALSMDFKTLRQGDSPGSQ
b561imouse LAQAALERGSQAEEQALSMDFKTLTEGDSPTSQ
b561Xenopus LTREDWRRPPLPEEQALSMDFKTLTEGDSPTDQ
b561elegans VLNPRWKRQSLPEEEGLHHLTSSHSMSD- - - - -
bSélplanaria VIWSEYRRIEPGTEEERIILND-—---------

* *

Fig. 4. Multiple alignment of
cytochrome by, sequences
from bovine, human, sheep,
pig, mouse, Xenopus, C. ele-
gans, and planaria. Amino acid
residues common to all sequences
are denoted by asterisks below the
sequences. The broken underlines
indicate the putative membrane
spanning segments (helices 1-6).
The putative extravesicular AsA-
and intravesicular MDA binding
regions are double-underlined.
The Asn residue at the 101st posi-
tion of planarian cytochrome by,
i8 indicated in boldface. The se-
quences were obtained from bo-
vine (X12783) (46), sheep
(D88157) (24), pig (D88158) (24),
human (U29462) (47), mouse
(U16297) (48), Xenopus (U16364)
49), C. elegans (Craxton et al.,
727080), and planaria (AB049567)
(this study).
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anti-rabbit IgG (BioRad) in a mixture containing nitroblue
tetrazolium chloride and 5-bromo-4-chlore-3-indolyl phos-
phate as substrate.

Immunohistochemistry—After similar processing to the
in situ hybridization, whole-mount specimens were incu-
bated overnight in a 1/800 dilution of anti-(planarian cyto-
chrome bg). Signals were visualized using an alkaline
phosphatase-conjugated secondary anti-rabbit IgG (Bio-
Rad) in a mixture containing nitroblue tetrazolium chloride
and 5-bromo-4-chloro-3-indoly! phosphate as substrate.

RESULTS

Using degenerate oligonucleotide primers coding for re-
gions in cytochromes b, conserved among various verte-
brates and C. elegans, we were able to clone PCR products
from a ¢cDNA library of the planarian Dugesia japonica
(clones pKT-2, pKT-3, pKT-6) (Fig. 2). These three clones
showed identical 39-bp long nucleotide sequences. The de-
duced amino acid sequence (ILGMIFIYGNAIM) is consis-
tent with a partial sequence of cytochrome b,. To obtain
longer nucleotide sequences, we carried out nested PCR on
the planarian ¢cDNA library using new specific primers
(“Kt” and “asada2”) synthesized based on the 39-bp se-
quence and specific primers for the vector sequence (Fig. 2).
All the seven cloned PCR products showed nucleotide
sequences corresponding to the NH,-terminal region of
cytochrome by, but lacking a codon for the initial methio-
nine at the 5 terminal region. Based on this longer nucle-
otide sequence (pKtT3-1), we synthesized a new specific
PCR primer (“asada3”) (Fig. 2). Stepwise dilution screening
of the planarian ¢DNA library with PCR (expected PCR
product size 187 bp) using the primers, “asada3” and “Kt,”
resulted in the isolation of five clones containing planarian
cytochrome b, <DNA. The nucleotide sequence of a clone
(cyb561) containing the longest insert showed an almost
complete (95%) cDNA for the planarian cytochrome by
(Fig. 2). The coding region of this ¢cDNA is 720 bp long and
followed by a 3’ untranslated region. The sequence of this
clone was used to design primers for 5-rapid amplification
of ¢cDNA end (5'-RACE). Thus, the nucleotide sequence of

b561planaria

561 eleg:
———————————— b%6 1 Xenopus

b561 pig
b561bovine
bS61sheep
bA61human
bS61 mouse
b%61Drosophila2
"{' " — Deytbhuman
L Doy tbmouse

h561Drosophilal
_| I b561thalianal

h561¢hal 3
0 1 substitutions/sste

Fig. 5. Phylogenetic relationships of cytochromes b,,. Phylo-
genetic relationships of cytochromes by, from bovine, sheep, pig, hu-
man, mouse, Xenopus, C. elegans, planaria (this study), Drosophila
(Drosophilal, CG8776; Drosophila2, CG1275), Arabidopsis thaliana
(thalianal, AB049627; thaliana2, AB049628), and Dcytbs from hu-
man (AK027115) and mouse (30) were determined as described in
the text. The phylogenetic tree was created from the distance matrix
using the neighbor-joining method.
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the whole cytochrome by, cDNA was determined and ana-
lyzed. The coding region was 738 nucleotides long preceded
by an untranslated 5" region of 37 bp and followed by a
285-bp untranslated region containing the first 20 nucle-
otides of the poly A tail (Fig. 3).

The deduced planarian cytochrome by, amino acid se-
quence gave a length of 245 residues with a theoretical
molecular weight of 27,425.45 (Fig. 3). The sequence show-
ed a high degree of similarity to those of cytochromes b,
from higher animals. Figure 4 shows a multiple alignment
of the deduced amino acid sequences of cytochromes bgg,
from the planarian and C. elegans in comparison with other
cytochromes b, from various animals. The hydropathy
plot (not shown) showed the presence of six membrane-
spanning o-helices, as proposed previously based on the
sequences of cytochromes b, from higher animals (Fig. 1)
(24). Of the two highly conserved sequences (24), an identi-
cal SLHSW sequence at the intravesicular side was
observed, whereas an AIMVYRVFR sequence instead of
ALIVYRVFR was found at the extravesicular side in pla-
narian cytochrome bg;,. The two substitutions are, however,
very conservative (exchange within the nonpolar side-chain
group with similar residue bulk). On the other hand,
among the six totally-conserved His residues in higher ver-
tebrates, one His residue (His92, based on numbering of
bovine cytochrome b,) is replaced with an Asn residue at
the 101st position of planarian cytochrome by,. Positive
charges digtributing at the cytosolic surface of cytochrome
b, of higher vertebrates (24) were also well-conserved in
planarian cytochrome b,;,. Phylogenetic analysis of cyto-
chromes b, from various animals (including Dcytbs from
human and mouse) and a plant (Fig. 5) showed that pla-
narian cytochrome b, can be classified as a subfamily of
the neuroendocrine cytochrome by, rather than the Dcytb
subfamily, which is known to be present in the duodenal
mucosa of higher animals and is considered to be responsi-
ble for physiological ferric reductase activity (30). Planarian
cytochrome b, was also very distant from plant cyto-
chromes b,.

Northern blot analysis revealed that a ¢DNA probe
(cyb561) coding for a major part of cytochrome b, hybrid-
ized with the mRNA giving a single band of approx. 1.1 kb

Fig. 6. Northern blot analysis of cytochrome by,-mRNA in
planaria. Total RNA (10 pg) denived from the total planarian body
was probed with cytochrome by, cDNA.
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(Fig. 6). Figure 7, A and B, shows dorsal and ventral views,
respectively, of the whole-mount in situ hybridization using
the antisense cyb561 RNA. It was clearly shown that cyto-
chrome by, gene is expressed in two morphologically dis-
tinct structures, the pair of ventral nerve cords and the
cephalic ganglion cluster in the head region. The distribu-
tion of the staining is similar to that of prohormone conver-
tase 2-mRNA (34).

Polyclonal antibodies against the C-terminal portion of
planarian cytochrome b, were successfully produced in a
rabbit. Western blotting analysis of the whole planarian tis-
sues (Fig. 8A) showed a clear, single stained band at 27.5
kDa, almost identical to the theoretical molecular weight of
apocytochrome by,. Figure 8, B and C, shows dorsal and
ventral views, respectively, of whole-mount immunochisto-
chemical staining using the same polyclonal antibodies
used for Western-blotting. The staining shows a much clear
view of the central and peripheral nervous system than

(A)

(B)

Fig. 7. Structure of planarian central and peripheral nervous
systems visualized by whole mount in situ hybridization
with the planarian cytochrome b, antisense RNA probe. (A)
Dorsal view. (B) Ventral view. Anterior is left and posterior is right.

(B)
(A) 12
43.0K-
30.0K -
215k (C)
20.1K -
144K .

A. Asada et al.

obtained by in situ hybridization. Cephalic ganglions form
an inverted U-shaped brain-like structure with branches
on each outer side. Two eyes locate on the dorsal side of the
third branches of the cephalic ganglions (Fig. 8B). The ven-
tral nerve cords can be seen very clearly and are connected
to the cluster of cephalic ganglions in the head region. The
left and right sides of the ventral nerve cords are connected
by transverse axons between them. These transverse axons
form a ladder structure in the whole body (Fig. 8C).

DISCUSSION

Flatworms (plathelminthes), including planarians, occupy a
very distant position in the phylogenetic tree from that of
vertebrates. They are an animal group with the simplest
body plan, having a bilateral symmetric nervous system
and an archaic brain. The simple nervous system of planar-
ians, however, produces large amounts of a variety of neu-
ropeptides, of which many or perhaps all are a-amidated at
their C termini (such as neuropeptide F and FMRFamide-
related peptides) (35, 36). In addition, both dopamine and
noradrenaline have been detected in planarian tissues
upon electrochemical detection coupled with liquid chroma-
tography (37), suggesting that catecholamines may also be
used as neurotransmitters. It has been proposed, however,
based on studies of Cnidarians which are the most primi-
tive organisms with an organized nervous system, that the
use of amidated peptides for intracellular communication
preceded the use of catecholamines (44).

The deduced amino acid sequence of the cloned cyto-
chrome by, cDNA from planarians suggests that planarian
cytochrome b, can be classified as a member of the neu-
roendocrine subfamily. Clear detection of both the cyto-
chrome b,,,-mRNA by Northern-blotting and apocyto-
chrome b, -protein by Western-blotting indicate that cyto-
chrome b, is expressed significantly in planarian bodies.
The distribution of the mRNA in in situ hybridization and
the apoprotein in immunohistochemical detection suggests
that indeed planarian cytochrome b is expressed exclu-
sively in the central and peripheral nervous systems. The
distribution is similar to that of planarian pro-hormone
convertase 2 (PC2) detected by in situ hybridization (34).
PC2 is known to be a protease that processes long precur-
sor proteins to short neuropeptides before a-amidation
occurs. This enzyme exists specifically in the neurosecre-

Fig. 8. Western-blotting analysis of whole
planarian tissue (A) and the structure of
the planarian central and peripheral
nervous systems visualized by whole-
mount immunocytochemical staining us-
ing anti-planarian cytochrome by, (B, C).
(A) Five microliters of extracted protein from
a single planarian worm tissue was separated
by SDS-PAGE, transferred to a PVDF mem-
brane, and probed with anti<{planarian cyto-
chrome bg,) serum (lane 2). Low molecular
mass protein markers are shown in lane 1
stained with Coomassie Brilliant Blue R-250.
(B) Dorsal view. (C) Ventral view.
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tory vesicles of neurons secreting neuropeptides. Based on
these observations, it can be concluded that planarian cyto-
chrome by, exists in the neuroendocrine vesicles of the pla-
narian nervous system and, therefore, most likely plays a
role in supplying electron equivalents to the inside of the
vesicles, as found in higher animals.

We found recently that purified bovine cytochrome by
contains two hemes B per molecule and that each heme b
center exhibits a distinct EPR signal in the oxidized state
(15). Comparison of the deduced amino acid sequences of
cytochromes by, from various higher animal species show-
ed two conservative sequences at intravesicular and extra-
vesicular sites that we suggested are the putative AsA- and
MDA binding regions, respectively (24). Further, we postu-
lated that the two heme B prosthetic groups are located on
both sides of the membranes in close contact with the AsA-
and MDA binding regions, to participate in the electron
transfer across the vesicular membrane (24) (Fig. 1). This
proposal was supported by a pulse radiolysis study (I6)
and, more recently, by specific chemical modification stud-
ies utilizing a MALDI-TOF-MS technique (27, 45).

In the present study, we confirmed the presence of the
two conserved sequences (AIMVYRVFR and SLHSW) in
planarian cytochrome by, as well (Fig. 4). The former se-
quence is considered to form a part of the AsA~-binding site
at the extravesicular side, whereas the latter is likely to
form a part of the MDA-binding site at the intravesicular
side in cytochrome b, from higher animals (24) (Fig. 1).
The present results suggest that the AsA--related electron
transfer system is likely to be operative in planarians as
well. The presence of the well-conserved positive charges at
the extravesicular side and a relatively compact and con-
served tertiary structure of planarian cytochrome b, sup-
port this view. We found further that one of the six con-
served His residues in higher animal species (His92 of
bovine cytochrome b,) is replaced with an Asn residue
(Fig. 4). Previously, we suggested that either His88 or
His92 and His161 form the heme & ligand at the extrave-
gicular side of bovine cytochrome by, (24). The present
result indicates that His88 and His161 act as the heme b
ligands at the extravesicular side and His92 does not play
an indispensable role in the electron transfer reaction (Fig.
1). This conclusion is consistent with our results from a
cDNA cloning study of a cytochrome b, from a plant, Ara-
bidopsis thaliana. Of the two forms of cytochrome by,
cloned by us from an A. thaliana ¢cDNA library, one form
was found to have a Gln residue at the positions corre-
sponding to His92 of bovine cytochrome b, (Asada et al.,
unpublished; the nucleotide sequences were submitted to
the DDBJ/EMBIL/GenBank databases with accession num-

“bers AB049627 and AB049628). Based on the analysis of
the deduced amino acid sequences, the whole tertiary
structure of plant cytochrome by, seems very similar to
that of animal cytochrome by, (Asada et al., unpublished).
Because of a lack of the putative AsA- binding region at the
extravesicular side of the molecule (Asada et al., unpub-
lished), however, the physiological role of plant cytochromes
beg (32, 33) is not clear at this time. However, the occur-
rence of the substitution at the position corresponding to
His92 of bovine cytochrome by, supports our current
assignment of the heme-ligating amino acid residues.

One might suggest that His92 of bovine cytochrome b,

(and the corresponding His residues in higher animals) has
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a specific role in AsA- binding and, therefore, the occur-
rence of a substitution of His92 to Asn in planarian cyto-
chrome b, is indicative of other physiological electron
donors than AsA-. The possibility seems, however, unlikely
since the location of His92, which is situated much more
interiorly than the heme group, is inappropriate for a sub-
strate recognition site. It should be stressed, however, that
care must be taken in drawing a final conclusion about the
physiological electron donor for planarian cytochrome b,
before concrete biochemical evidence is available.

In conclusion, we have succeeded in the molecular con-
ing of cytochrome b, cDNA from the planarian, Dugesia
Japonica. Analysis of the amino acid sequence suggests that
the AsA--related transmembrane electron transfer via cyto-
chrome by, may be operative in planarians also. Significant
expression of the cytochrome by, gene product along the
planarian nervous system suggests that the use of AsA- to
supply electron equivalents to the neurcendocrine-specific
copper-containing monooxygenases is likely to have origi-
nated in organisms having a very simple central nervous
system, and may be distributed widely among metazoan
lineages. Thus, cytochrome by could be used as an inter-
esting marker for studies on the evolution and the struc-
ture of the peptidergic and adrenergic nervous systems.

REFERENCES

1. Bradbury, A.F, Finnie, M.D.A., and Smyth, D.G. (1982) Mecha-
nism of C-terminal amide formation by pituitary enzymes
Nature 298, 686688

2. Njus, D., Kelley, PM., and Harnadek, G.J. (1986) Bioenergetics
of secretory vesicles. Biochim. Biophys. Acta 853, 237-265

3. Bradbury, AF. and Smyth, D.G. (1991) Peptide amidation.
Trends Biochem. Sct. 16, 112-115

4. Murthy, A.S.N, Mains, R.E., and Eipper, B.A. (1986) Purifica-
tion and characterization of peptidylglycine a-amidating mono-
oxygenase from bovine neurointermediate pituitary J. Biol.
Chem. 261, 1815-1822

5. Katopodis, A.G., Ping, D., and May, S'W. (1990) A novel enzyme
from bovine neurointermediate pituitary catalyzes dealkylation
of a-hydroxyglycine derivatives, thereby functioning sequen-
tially with peptidylglycine a-amidating monooxygenase in pep-
tide amidation. Biochemistry 29, 6115-6120

6. Katopodis, A.G., Ping, D., Smith, C.E,, and May, S.W. (1991)
Functional and structural characterization of peptidylamido-
glycolate lyase, the enzyme catalyzing the second step in pep-
tide amidation. Biochemistry 30, 61896194

7. Kolhekar, A.S., Roberts, M.S,, Jiang, N., Johnson, R.C., Mains,
R.E., Eipper, B.A., and Tagher, PH. (1997) Neuropeptide ami-
dation in Drosophila: Separate genes encode the two enzymes
catalyzing amidation. J. Neurosci. 47, 1363-1376

8. Hauser, F., Williamson, M., and Grimmelikhuijzen, CJ.P.

(1997) Molecular cloning of a peptidylglycine a-hydroxylating

" moénooxygenase from sea anemones. Biochem. Biophys. Res.

Commun. 241, 509-512
9. Stewart, L.C. and Klinman, J.P. (1988) Dopamine beta-hydrox-
ylase of adrenal chromaffin granules: Structure and function.
Annu. Rev. Biochem. 57, 5561-592
10. Beers, M.F,, Johnson, R.G., and Scarpa, A. (1986) Evidence for
an ascorbate shuttle for the transfer of reducing equivalents
across chromaffin granules membranes. J. Biol. Chem. 261,
2529-2535
11. Njus, D., Knoth, J., Cook, C., and Kelley, PM. (1983) Electron
transfer across the chromaffin granule membrane. J Biol.
Chem. 258, 27-30
12. Russell, J.T, Levine, M., and Njus, D. (1985) Electron transfer
across posterior pituitary neurosecretory veside membranes. J.
Biol. Chem. 260, 226-231 _

2T0Z ‘62 Joquieidss uo AlseAlun pezy dlwes| ke /Bio'sfeuinolpio)xo-qly/:dny woly pspeojumoq


http://jb.oxfordjournals.org/

182

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

Levine, M., Morita, K., and Pollard, H. (1985) Enhancement of
norepinephrine biosynthesis by ascorbic acid in cultured bovine
chromaffin cells. J. Biol. Chem. 260, 12942-12947

Wakefield, L M., Cass, A.E.G., and Radda, G.K. (1986) Electron
transfer across the chromaffin granule membrane. Use of EPR
to demonstrate reduction of intravesicular ascorbate radical by
the extravesicular mitochondrial NADH:ascorbate radical oxi-
doreductase. J. Biol. Chem. 261, 9746-9752

Tsubaki, M., Nakayama, M., Okuyama, E., Ichikawa, Y., and
Hori, H. (1997) Existence of two heme B centers in cytochrome
by, from bovine adrenal chromaffin vesicles as revealed by a
new purification procedure and EPR spectroscopy. J. Biol.
Chem. 272, 23206-23210

Kobayashi, K., Tsubaki, M., and Tagawa, S. (1998) Distinct
roles of two heme centers for transmembrane electron transfer
in cytochrome b,,, from bovine adrenal chromaffin vesicles as
revealed by pulse radiolysis. J. Biol. Chem. 273, 16038-16042
Spiro, M.J. and Ball, E.G. (1961) Studies on the respiratory
enzymes of the adrenal gland. J. Biol. Chem. 236, 225-230
Ichikawa, Y. and Yamano, T. (1965) Cytochrome 559 1n the mi-
crosome of the adrenal medulla. Biochem. Biophys. Res. Com-
mun. 20, 26-30

Hortnagl, H., Winkler, H., and Lochs, H. (1973) Immunological
studies on a membrane protein (chromomembrin B) of cate-
cholamine-storing vesicles. J. Neurochem. 20, 977-985

Duong, L.T., Fleming, P.J., and Russell, J.T. (1984) An identical
cytochrome b, is present in bovine adrenal chromaffin vesicles
and posterior pituitary neurosecretory vesides. J. Biol. Chem.
259, 48854889

Pruss, R.M. and Shepard, E.A. (1987) Cytochrome by, can be
detected in many neuroendocrine tissues using a specific mono-
clonal antibody. Neuroscience 22, 149-157

Weiler, R., Cidon, S., Gershon, M.D., Tamir, H.,, Hogue-
Angeletti, R., and Winkler, H. (1989) Adrenal chromaffin gran-
ules and secretory granules from thyroid parafollicular cells
have several common antigens. FEBS Lett. 257, 457459
Fried, G. (1978) Cytochrome b-561 in sympathetic nerve termi-
nal vesicles from rat vas deferens. Biochim. Biophys. Acta 507,
176-177

Okuyama, E., Yamamoto, R., Ichikawa, Y., and Tsubaki, M.
(1998) Structural basis for the electron transfer across the chro-
maffin vesicle membranes catalyzed by cytochrome bg,: Analy-
ses of cDNA nucleotide sequences and visible absorption spec-
tra. Biochim. Biophys. Acta 1383, 269-278

Duong, L.T. and Fleming, P.J. (1984) The asymmetric orienta-
tion of cytochrome by, in bovine chromaffin granule mem-
branes. Arch. Biochem. Biophys. 228, 332-341

Flatmark, T. and Terland, O. (1971) Cytochrome b, of the
bovine adrenal chromaffin granules. A high potential b-type
cytochrome. Biochum. Biophys. Acta 253, 487491

Takeuchi, F.,, Kobayashi, K., Tagawa, S., and Tsubaki, M. (2001)
Ascorbate inhibits the carbethoxylation of two histidyl and one
tyrosyl residues indispensable for the transmembrane electron
transfer reaction of cytochrome by,,. Biochemistry 40, 4067—
4076

Srivastava, M., Duong, L.T,, and Fleming, P.J. (1984) Cyto-
chrome b, catalyzes transmembrane electron transfer. J. Biol.
Chem. 259, 8072-8075

Kent, UM. and Fleming, P.J. (1987) Purified cytochrome b,
catalyzes transmembrane electron transfer for dopamine B-
hydroxylase and peptidyl glycine a-amidating monooxygenase
activities in reconstituted systems. JJ Biol. Chem. 262, 8174—
8178

Mckie, A.T,, Barrow, D., Latunde-Dada, G.O., Rolfs, A., Sager,
G., Mudaly, E., Mudaly, M., Richardson, C., Barlow, D., Bom-
ford, A., Peters, T.J,, Raja, K.B., Shirali, S., Hediger, M.A., Far-
zaneh, F., and Simpson, R.J. (2001) An iron-regulated ferric
reductase associated with the absorption of dietary iron. Sci-
ence 291, 1755-1759

Escriou, V., Laporte, F.,, Garin, J., Brandolin, G., and Vignais,
P.V. (1994) Purification and physical properties of a novel type

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

45.

46.

47.

49.

A. Asada et al.

of cytochrome b from rabbit peritoneal neutrophils. J. Biol.
Chem. 269, 14007-14014

Horemans, N., Foyer, C.H., and Asard, H. (2000) Transport and
action of ascorbate at the plant plasma membrane. Trends
Plant Sci. 5, 263-267

Trost, P, Bercz, A., Sparla, F., Sponza, G., Marzadori, B,
Asard, H., and Pupillo, P. (2000) Purification of cytochrome b,
from bean hypocotyls plasma membrane. Evidence for the pres-
ence of two heme centers. Biochim. Biophys. Acta 1468, 1-6
Agata, K., Soejima, Y., Kato, K, Kobayashi, C., Umesono, Y.,
and Watanabe, K. (1998) Structure of the planarian central
nervous system (CNS) revealed by neuronal cell markers. Zool.
Sci. 15, 433440

Johnston, R.N., Shaw, C., Brennan, G.P,, Maule, A.G., and Hal-
ton, D.W. (1995) Localisation, quantitation, and characterisa-
tion of neuropeptide F- and FMRFamide-immunoreactive pep-
tides in turbellarians and a monogenean: a comparative study.
J. Comp. Neurol. 357, 76-84

Shaw, C., Maule, A.G., and Halton, D.W. (1996) Platyhelminth
FMRFamide-related peptides. Int. J. Parasitol. 268, 3356-345
Algen, S, Carolei, A., Ferretti, P, Gallone, C., Palladini, G., and
Venturini, G. (1983) Demonstration of peptides immunologi-
cally related to vertebrate neurohormones in Dugesia lugubris
(Turbellaria, Tricladida). Comp. Biochem. Physiol. C 74, 27-29
Reuter, M., Gustafsson, M.K., Sheiman, I.M., Terenina, N., Hal-
ton, D.W., Maule, A.G., and Shaw, C. (1995) The nervous system
of Tricladida. II. Neuroanatomy of Dugesia tigrina (Paludicola,
Dugesiidae): an immunocytochemical study. Invert. Neurosci. 1,
133-143

Curry, W.J.,, Shaw, C., Johnston, C.F., Thim, L., and Buchanan,
K.D. (1992) Neuropeptide F: primary structure from the tubel-
larian, Artioposthia triangulata. Comp. Biochem. Physiol. C
101, 269-274

Orii, H., Agata, K, and Watanabe, K. (1993) POU-domain
genes in planarian Dugesia japonica: The structure and expres-
sion. Biochem. Biophys. Res. Commun. 192, 1395-1402
Watanabe, K., Sakai, F,, and Orii, H. (1997) Stepwise dilution
screening of a ¢cDNA library by polymerase chain reaction.
Anal. Biochem. 2582, 213-214

Umesono, Y., Watanabe, K., and Agata, K. (1999) Distinct struc-
tural domains in the planarian brain defined by the expression
of evolutionarily conserved homeobox genes. Dev. Genes Evol.
209, 31-39

Laemmli, UK. (1970) Cleavage of structural proteins during
the assembly of the head of bacteriophage T,. Nature 277, 680—
685

. Grimmelikhuijzen, C.J.P.,, Leviev, L., and Carstensen, K. (1996)

Peptides in the nervous systems of cnidarians: Structure, func-
tion, and biosynthesis. Int. Rev. Cytol. 167, 37-89

Tsubaki, M., Kobayashi, K., Ichise, T, Takeuchi, F., and Ta-
gawa, S. (2000) Diethylpyrocarbonate-modification abolishes
fast electron accepting ability of cytochrome by, from ascorbate
but does not influence on electron donation to monodehydro-
ascorbate radical: Distinct roles of two heme centers for elec-
tron transfer across the chromaffin vesicle membranes. Bio-
chemistry 39, 3276-3284

Perin, M.S,, Fried, V.A,, Slaughter, C.A., and Siidhof, T.C. (1988)
The structure of cytochrome b561, a secretory vesicle-specific
electron transport protein. EMBO J. 7, 26972703

Srivastava, M., Gibson, K.R., Pollard, H.B.,, and Fleming, P.J.
(1994) Human cytochrome bg,: A revised hypothesis for confor-
mation in membranes which reconciles sequence and functional
information. Biochem. J. 308, 915-921

Srivastava, M., Pollard, H.B.,, and Fleming, P.J. (1998) Mouse
cytochrome b,: cDNA cloning and expression in rat brain,
mouse embryos, and human glioma cell lines. DNA Cell Biol.
17, 771-777

Srivastava, M. (1996) Xenopus cytochrome b, : Molecular con-
firmation of a general five transmembrane structure and devel-
opmental regulation at the gastrula stage. DNA Cell Biol. 15,
1075-1080

J. Biochem.

2T0Z ‘62 Joquieidss uo AlsieAlun pezy olues| ke /Bio'sfeulnolpioxoql/:dny woly pspeojumoq


http://jb.oxfordjournals.org/

